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Tamarillo mosaic virus (TaMV), a member of the potyvirus
group, causes yield loss and fruit blemishing in tamarillo
(Cyphomandra betacea Sendt.) (1). Potyvirus genomes contain
approximately 10 kb of a single stranded RNA and are translated
as a polyprotein that is subsequently proteolytically cleaved.

A cDNA clone covering the 3’ terminus of TaMV (strain R)
has been isolated and sequenced; part of this sequence is shown
in the figure below. N-terminal sequencing of the first 10 amino
acids of purified virus coat protein identified the beginning of
the coat protein gene in the cDNA sequence (sequenced amino
acids are underlined). The amino acid residues immediately
upstream of the coat protein gene are homologous to proteolytic
cleavage sites preceding the coat protein genes of other
potyviruses (2, 3). T; RNA transcripts were synthesized from
a cDNA clone containing an in-frame AUG initiation codon
immediately 5’ of the coat protein gene. An in vitro translation
product synthesized from this RNA comigrated with the native
coat protein and was immunoprecipitated by antibodies raised
against purified virus (data not shown).

The TaMV coat protein shows 55—66% amino acid identity
to the coat proteins of eleven distinct members of the potyvirus

group. This level of homology suggests that TaMV is an
independent member of the potyvirus group rather than a strain
of an existing member (4). The TaMV 3’ untranslated sequence
shows less than 50% homology with other potyviruses, providing
further support for this conclusion (5).
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wn A

1 GTAGATGAAGAGGATGACATAGTCTATTTCCAGGCTGGAACCCT TGATGCAGGTGAAGCGACAGCACAAAAAGCAGAGGGGAAGAAGAAGGAAGGAGAGG 100
VDEET DT DTIUVYVF QA G T L DAGEATA AQ QI KA AETGTI KT KT KTETGTEUV
101 TTTCAAGCGGGAAAGCCGTCGTTGTAAAAGATAAGGATGTCGATTTAGGTACTGCTGGGACACATTCAGTACCACGCTTAAAGTCAATGACATCAAAGCT 200
S S GKAVVVKDI KDV VDILGTAGTUHS SV VZPRILIEKSMTSI KL
201 CACACTGCCAATGCTCAAAGGTAAAAGTCGTTGTAACTTAGATCACTTGCTATCCTATAAACAAACAGTCGATTTATCAAATGCTAGAGCCACCCACGAA 300
T LPMULIEKGI KSR RCNTILDU HLILSYIZ KQTVDULSNA ARATHE
301 CAATTTCAAAATTGGTATGATGGTGTGATGGCTAGTTATGAGCTGGAAGAATCAAGCATGGAAATCATCCTCAATGGTTTTATGGTATGGTGCATTGAAA 400
Q F QNWYDGVMASYELTEESSMETITITLNSGTFMVUWOCTITEN
401 ATGGGACATCTCCTGACATAAATGGAGTCTGGACCATGATGGACGATGAAGAACAGATATCGTACCCACTTAAACCCATGCTTGATCATGCAAAGCCTTC 500
G TS PDTINGVWTMMDUDETE QIS SYUPULIEKTZPMTLUDUHA ATEKTPS
501 TTTAAGGCAAATAATGAGGCATTTCAGTGCGCTCGCAGAGGCGTATATTGAGATGAGAAGTCGTGAGAAGCCATACATGCCCAGGTATGGTTTACAACGC 600
LRQIMRPBRHTFSALA AEAYTIEMRS SR RETI KT PYMPTU RTYGTUL QR
601 AATTTGAGAGATCAAAGTTTGGCAAGGTATGCATTTGATTTCTATGAGATCACTGCAACCACTCCGGTCAGAGCCAAGGAGGCGCATTTGCAAATGAAGG 700
NLRD O QSULARYA ATFTUDTFYETITA ATTUZPVI RAZKTEA BAIHTLTGEGQMTEKA
701 CAGCTGCGCTGAAGAATTCGAACACTAACATGTTTGGACTGGACGGAAATGTCACAACT TCGGAAGAGGACACAGAAAGGCACACAGCAACGGATGTTAA 800
A ALKNSNTNMEFGLDSGNVTTSETETDTTERI HTA ATTUDUVN
801 TCGCAACATGCATCACCTTCTGGGCGTGAAGGGGGTGTAACCGAAGTGCCGTACTATTATTATATATAAGAGTTCCTGTTAGTATCCTTGTCCTATTATT — 900

R NMHHTULIULGUV K GV
901 AGAATACGTTTATCTTTCAACAAGTATGATATTCGTGCTCTCACCTCGCAATAGTGAGT TTGAGTGGGAAATAAGTACTAGTATTCTATGGCCTTACTTG 1000
1001 TTATATAGACCCACCACGTAGTGAGATTTTATCTCGGTGAATGGTTTTATGTTTCAACTGTCAGGG (A) 27 1066



